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Genevar 

The software is designed to be used for the visualization and analysis of eQTL studies from lymphoblastoid cell lines (LCLs),
peripheral blood cells (PBCs), or fibroblasts. The application is equipped with features designed to enable users to quickly find,
compare, and contrast SNPs as well as look for putative regulatory regions (promoters, enhancers and insulators) that may
explain the observed expression changes. You can set data filtering options according to: gene position (automatically
determined by default) SNP position gene SNP position gene SNP allele frequency gene SNP base change gene SNP allele
change gene SNP heterozygosity gene SNP call quality sample expression value gene expression ratio gene expression ratio
variance You can add more filters as required to provide a complete set of filtering options. You can adjust data display to
highlight or hide data with specific values or ranges. Genevar Highlights: Genevar contains a large amount of information about
genes of interest to examine, including sequence and SNP associations, as well as unique resources to aid in data analysis.
Among the features of the application, are: customizable user data input eQTL associations eQTL variance eQTL average
expression eQTL hierarchical clustering eQTL semi-symmetric difference gene SNP association gene SNP hierarchical
clustering gene SNP views gene SNP pivot view gene SNP network view gene SNP pie chart view promoter, enhancer and
insulator view promoter, enhancer and insulator view details gene structure view promoter, enhancer and insulator details gene
SNP and gene eQTL interaction view gene SNP and gene eQTL interaction views gene SNP, gene and gene probe binding site
view marker SNP functional annotation Genevar is able to import and display many external data sets: SNPs HapMap (JPs/HZ)
HapMap (CEU) HapMap (CHB) HapMap (YRI) Gene Transfer Format (GTF) RNA Seq Promoter The Genevar user interface
consists of a central workspace area (see Figure 1), an explorer (see Figure 2), and data display areas (see Figure 3). When a
user enters data, the data
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Genevar is a Java-based tool that makes it easy to collect, display and explore data from multiple sources for analysis of eQTL
(expression quantitative trait loci) networks. Genevar is designed to scale-up to researchers who analyze 1,000 or more eQTLs
and 50 or more experiments. Standard eQTL researchers (such as the Wellcome Trust Sanger Institute), SNP-only researchers
(usually using a laboratory’s SNP array or a SNP genotype) and RNA-based investigators who can obtain eQTL data from gene
expression data on specific conditions and experiments, will all find Genevar useful. Genevar has limited functionality for
researchers who focus on SNP detection only, but all of this functionality can be enhanced to run on a server and expand into a
web-based tool. Genevar can also be run as a full application on a desktop computer, and can be scaled-up to hundreds of users.
Genevar can be used to: * Validate results from an eQTL experiment; * Assess quality of results from an eQTL experiment by
viewing detailed metrics of the experiment results and of the data overall (data quality); * Identify common patterns in eQTL
results; * Search, view and download existing datasets on a database server or locally on a desktop computer (export of datasets
to other Genevar installations and web services). Genevar contains many useful features including * Multiple eQTL data
sources. Genevar supports the UK Biobank SNP-based array and RNA-based microarray expression data, as well as over 850
human tissue and cell type samples. * Gene specific SNPs. Genevar contains data from 2,473 genes for which the investigators
have discovered SNPs. The SNPs are for the entire gene or for the promoter region only and include all known and annotated
SNPs. * Associations between gene expression and SNPs. Genevar contains data from 21,039 eQTL experiments. For many of
these, Genevar also contains the expression levels, expression p-values and p-values for the eQTL analysis. * Advanced
visualization of expression and SNP data. Genevar displays expression and SNP data as scatter plots and/or as bar charts.
Genevar also includes tools for hierarchical clustering and moving plots. * Phenotypic data including the GWA dataset from the
UK10K. * Information for over 80 human phenotypes, including the UK Biobank 09e8f5149f
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============================================================ Genevar is a database application for
Genome-Wide Association study (GWAS) and eQTL (expression quantitative trait loci) mapping of populations and/or
organisms. The application is written in Java and is developed and supported by Horizon Discovery. The application is available
to download from [ Genevar]. INCLUDES IN THIS APPLICATION
============================================================ The database is a compatible combination
of: (1) MySQL or MariaDB database engine, (2) PHP 5.5 or later, (3) PHP 5.5 bundled with GD library, (4) PHP 5.5 bundled
with free statistical services OpenOffice/LibreOffice Calc and/or (5) PhpMyAdmin that can be used as a wizard for user
authentication and system administration. DATA STORAGE
============================================================ Data is stored within the a MySQL or
MariaDB database. MyISAM is the default storage engine for genevar tables. The MySQL database is compatible with all
MyISAM tables and supports foreign key constraints. DATA MANAGEMENT AND QUERIES
============================================================ The user interface also includes several
analysis and visualization tools for performing gene to phenotype, as well as gene to gene, and phenotype to phenotype,
association queries. Similar to tools offered by HapEmma (see [ HapEmma]) database, genevar allows users to query their data
against a reference genome and locate the gene(s) which influence a given phenotype or express a given gene. Also included are
query tools for fetching allele, SNP, GE, trait and phenotype data from a user-supplied set of files. Genevar includes scripts for
downloading GE data from sources including: Illumina’s GenomeStudio, Affymetrix's Expression Console, and others. Also
included in genevar is an eQTL query tool to fetch maximum number of SNPs to determine maximum resolution of eQTL
mapping. Genevar Requirements ==================== A website is required with a valid Open ID and location or e-mail
address (e.g. @gmail.com). MySQL or MariaDB database engine is required. PHP 5.5 or later is required. GD library is
required for using the Calculate (analytics) tool. OpenOffice/LibreOffice Calc or the newer PHP

What's New in the?

Genevar: Gene Variant, eQTL and Variation Analysis Genevar provides a graphical user interface to represent the dbSNP build
125 (released May 2012) as well as the InterGen Variation and Gene Expression track of the HapMap database and previous
releases of the Human Genome Variation Project (HGP) results. For each entry, the user can view summaries, download the
rsID sequence, retrieve sequence alignments, search the dbSNP browser for known SNP and CNV entries, and view the
association results of the Genevar database. Easily integrated datasets including genotype data from the NCBI Single Nucleotide
Polymorphism Database (dbSNP), HapMap, and even clinical phenotype data can be merged into Genevar for analysis. Genevar
can be used to visualize eQTL associations in genes, or to look for eQTL associations in a subset of genes of interest in the
context of a user-selected phenotype. Genevar Features: Gene Variant and eQTL Data Display: Genevar shows genotype data in
a table for easy comparison between variant and sequence variants. A build history has been built and is available in each SNP
overview table. Genevar also displays allele frequencies in a table. Managing Association Data: Each SNP and / or allele tables
can be clicked and dragged to sort the table by column, such as the -log(p-value) or Odds ratio. Genevar will sort in ascending
order if one or more columns match a user-specified criteria. Gene Variant and eQTL Results: Genevar shows eQTL summary
results in a graph. Association Analysis of SNP and / or Alleles: Frequently used genes or associated with a selected phenotype
can be selected and the "Manage Association Results" function will be activated. The selected genes will then be analyzed and
displayed as a heat map of association or eQTL. Clicking on a cell in the heat map will expand the details of the variant under
consideration. Each specific association value can be manipulated to display, collapse, or hide results. Study Data and Results
Summary: A table is displayed to summarize the results of the analysis across all linked samples, subgroups, or phenotypes.
Clicking a row in the table will expand the details for the study data. Clicking a cell in the study table
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System Requirements For Genevar:

RAM: 4 GB (Recommended) 4 GB (Recommended) Processor: Intel Core 2 Duo E6600 @ 3.33GHz or AMD Athlon 64 X2
5600+ @ 2.93GHz Intel Core 2 Duo E6600 @ 3.33GHz or AMD Athlon 64 X2 5600+ @ 2.93GHz Video Card: NVIDIA GTX
280, ATI HD 4870 NVIDIA GTX 280, ATI HD 4870 Hard Drive: 10 GB available space 10 GB available space Sound Card:
DirectX 9.0 or above Direct
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